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ABSTRACT

Eighty three genotypes of pigeonpea representing the broad spectrum of variation
were assessed for genetic divergence for eleven characters using Mahalanobis’ D2
statistic, cluster analysis and principal component analysis. The protein content contributed
maximum towards genetic divergence followed by days to 50% flowering and pods plant-.
On the basis of clustering methods, 8 and 10 clusters were obtained for D2 statistic and
culster analysis, respectively. The best clusters with regard to seed yield and protein
content were cluster V and IV. Principal component analysis identified four principal
components which explained 93.42% variability. Genotypes Pusa 2008-2, AL 1692 and
SKNP 0505 (based on PC 1 axis) were divergent.
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