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ABSTRACT

Correlation analysis were studied using parents (VRO-3, VRO-6, 440-10-1, TCR-1674, JPM-20-16-39
and HRB-9-2), their F . Observations were recorded on eighteen yield and its contributing characters. Fruit
yield per plant had significant and positive association with traits like plant height, number of fruits per plant, fruit
length, fruit girth, fruit weight, seeds per fruit and test weight at both phenotypic and genotypic levels indicating

all these traits should be considered collectively for improving the yield in okra.
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Okra [Abelomoschus esculentus (L.)
Moench] commonly known as lady’s finger belongs
to the family Malvaceae. Tender okra fruits are used
as vegetable in countries like India, Brazil, West Africa
and is also available in dehydrated and canned forms.
The sun-dried (Africa, India), frozen and sterilized
(USA) fruits are other important market products.
Okra fruit contains 90% water, 3% dietary fibre, 7%
carbohydrates, 2% protein, good quantities of
minerals, vitamin C and A and moderate contents of
thiamin, folate and magnesium (Chopra et al., 1956).
A wide range of variation in quantitative characters
provides the basis for selection in plant breeding
programmes. The knowledge of association among
the characters is useful to the breeder for improving
the efficiency of selection. Correlation coefficient
analysis measures the mutual relationship between
plant characters and determines the component
characters on which selection can be made for genetic
improvement of yield. Investigation regarding the
presence of component and nature of association
among themselves is essential and prerequisite for
improvement in yield. Correlation coefficient provides
a clear picture of the extent of association between a
pair of traits and indicates whether simultaneous
improvement of the correlated traits may be possible
or not.

MATERIAL AND METHODS
The experimental materials consisted of 22
genotypes and were evaluated in randomized block

design with three replications with spacing of 60 cm x
30 cm during Kharif, 2018. Observations were
recorded on five randomly selected plants from each
plot for traits viz., plant height (cm), days to first
flowering, internodal length (cm), first flowering node,
days to 50% flowering, days to first picking, days to
last picking (days), number of fruits per plant, fruit
length (cm), fruit diameter (cm), fruit weight (g),
ridges per fruit, number of seeds per fruit, test weight
(g/100), fruit yield per plant (g), fruit yield per hectare
(t), fibre content (g/100g), ascorbic acid content (mg/
100g) and shelflife (d). the phenotypic and genotypic
correlation coefficients were worked out to determine
the degree of association of a chracter with yield and
also among the yield components by using covarience
technique as per the Falconer (1964).

RESULTS AND DISCUSSION

Fruit yield was significantly and positively
correlated with 7 out of 15 characters viz., plant height
(0.338" and 0.333"), number of fruits per plant
(0.770" and 0.786™), fruit length (0.286™" and
0.308™), fruit girth (0.264** and 0.279**), fruit
weight (0.385** and 0.419**), seeds per fruit
(0.444** and 0.464**) and test weight (0.189* and
0.566**) at both phenotypic and genotypic levels
indicating all these 7 traits should be considered
collectively for improving the yield in okra crop. Fruit
yield was significantly and negatively correlated with
internodal length (-0.192* and -0.270*%*), days to
first flowering (-0.325** and -0.338**), days to 50%
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flowering (-0.346** and -0.355*%*), first flowering
node (-0.114 and 0.116), days to first picking (-
0.317** and -0.330*%*), days to last picking (-0.073
and -0.105) and ridges per fruit (-0.094 and -0.096)
at both phenotypic and genotypic levels .

Plant height showed significant positive
association with yield per plant and also with all the
traits studied except with fruit weight and ridges per
fruit (negative association) at both phenotypic and
genotypic levels. These results are conformity with
the findings of Jain and Nileshsharma (2018), Vrunda
et al. (2019) and Rambabu et al. (2019). Days to
first flowering showed significant negative association
with all remaining traits studied except with days to
50% flowering, first flowering node and days to first
picking (positive association) at both phenotypic and
genotypic levels. These results are conformity with
the findings of Rambabu ef al. (2019). Internodal
length showed significant negative association with
yield per plant, number of fruits per plant, fruit girth
and ridges per fruit at both phenotypic and genotypic
levels. These results are conformity with the findings
of by Thulasiram et al. (2016). First flowering node
showed significant positive correlation with days to
first picking and days to last picking and negative non-
significant correlation with yield per plant at both
phenotypic and genotypic levels, respectively. These
findings are in agreement with those reported by
Thulasiram et al. (2016). Days to 50% flowering
showed significant negative association with all
remaining traits studied except with first flowering
node and days to first picking (positive association)
at both phenotypic and genotypic levels. These
findings are in agreement with those reported by
Rambabu ez al. (2019). Days to first picking showed
significant negative association with yield per plant,
fruits per plant, fruit length, fruit girth, seeds per fruit
and test weight at both phenotypic and genotypic levels
respectively. These findings are in agreement with those
reported by Rambabu et al. (2019). Days to last
picking recorded significant negative association with
fruits per plant and fruit girth and significant positive
association with number of seeds per fruit at genotypic
level where as at both phenotypic and genotypic levels
this trait showed negative and non-significant
association with yield per plant. Similar association
ofthese characters with yield was noticed by Simon
etal. (2013) and Rambabu et al. (2019).
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Number of fruits per plant recorded significant
positive association with yield per plant, fruit length,
fruit girth, seeds per fruit and test weight at both
phenotypic and genotypic levels. These findings are
in agreement with those reported by Rambabu ez al.
(2019). Fruit length recorded significant positive
correlation with yield per plant and also with fruit girth
and seeds per fruit at both phenotypic and genotypic
levels. These results are conformity with the findings
of by Tulasiram et al. (2016) and Vrunda et al.
(2019). Fruit girth recorded significant positive
correlation with yield per plant and test weight while,
ithad positive and non significant association with fruit
weight, ridges per fruit and number of seeds per fruit
at both phenotypic and genotypic levels. These results
are conformity with the findings of by Tulasiram et al.
(2016) and Vrunda et al. (2019). Fruit weight
showed significant positive association with yield per
plant and seeds per fruit. These results are conformity
with the findings of Vrunda ez al. (2019). Ridges per
fruit recorded non-significant positive correlation with
seeds per fruit at both phenotypic and genotypic levels
while it had negative non-significant association with
yield per plant at both genotypic and phenotypic levels.
Seeds per fruit recorded significant positive correlation
with yield per plant at phenotypic and genotypic levels
respectively while it had significant positive correlation
with test weight of seeds and fruit length at genotypic
level. These results are conformity with the findings
of Rahulkumar et al. (2016) and Vrunda et al.
(2019). Test weight of seeds recorded significant
positive association with yield per plant at both
phenotypic and genotypic levels and positive highly
significant correlation with plant height, fruit length,
fruit girth, number of fruits per plant and number of
seeds per fruit at genotypic level. Similar results were
obtained by Prakash et al. (2017), Rambabu et al.
(2019) and Vrunda et al. (2019).

The genotypic correlations in general were
higher in magnitude than their corresponding
phenotypic correlations for most of the traits indicating
that genotypes are superior but their expression are
lessened under the influence of environment. Fruit yield
per plant had significant and positive association with
traits like plant height, number of fruits per plant, fruit
length, fruit girth, fruit weight, seeds per fruit and test
weight both at phenotypic and genotypic levels.
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